Important Note : 1. On completing your answers, compulsorily draw diagonal cross lines on the remaining blank pages.

50, will be treated as malpractice.

2. Any revealing of identification, appeal to evaluator and /or equations written eg, 42+8
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Genomlcs, Proteomlcs and B|0|nformat|cs

Time: 3 hrs. b ““=Max. Marks: 100

Note: Answer any FIVE full questions,gff}‘)osing ONE full question ﬁ*‘om each module.

Module-1 .
Explain the method of preparing DNA for sequencing. (10 Marks)
[Mlustrate on the principle and process of Sanger dldeoxy method of sequencing. Add a note
on its advantages and disadvantages. i (10 Marks)
OR

Explain the work flow of NGS Technology. Add a note on its clinical applications.(10 Marks)
Define polymorphlsm Explain different typo of DNA polymorphism with suitable example.

(10 Marks)

Module 2 .
Elaborate on prmc1p1e and procedure involved in DNA chIp technology Add a note on its
apphcatlon . (10 Marks)

ect Add a note on"t s(,,Annotatlon tools

Explain in detail on E. coh genome sequencing

for E.coli genome prOJect 8 (10 Marks)
OR
What are molecular markers? Give a explanatory note on RFLP and RAPD as a molecular
marker in gene mappmg ¢ (10 Marks)
Summarize on any two tools for comparative genomics. (10 Marks)
- Module-3
Examine on two hybrid interaction screening in yeast as a host organism. (10 Marks)

Experiment with Mass Spec based technology for study of protein expressions. =~ (10 Marks)

OR
Explain the method of Edman protein micro sequencing in detail. (10 Marks)
‘Discuss on different. type of protem chip used to track the interaction and activities of
protein. (10 Marks)

Module—4

Give a detalled descrlptlon on Record type of PDB flat file format. (10 Marks)
Explain in detail on Dlstapce ‘Based method of Building phylogenetic tree. (10 Marks)

OR
Describe Bootstrapping as a method for assessing confidence in phylogenetic analysis.

(10 Marks)

Write a explanatory note on :
1) PROSITE . i1) CLUSTAL - Omega (10 Marks)
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Module-5

Illustrate on approaches, Types and Apphcatlon of molecular docking in drug discovery.

(10 Marks)
Outline on web based tools for predicting the genes. (10 Marks)

OR

Illustrate on method of constructing a Restrlctlon Map. Add a note on web based tools used
for Restriction Mapping. - (10 Marks)
Write a explanatory note on: ) iy

(10 Marks)

i) SOPMA ii) PRIME 3
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