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Fifth Semester B.E. Degree Examination, J une/July 2024
Bioinformatics

Max. Marks: 100

“ Module-1
Infer on the working mechanism "dfi’Lappllcatlon of shotgun NA sequencing. (08 Marks)
Write short note on : ;
i) Types of Polymorphism

i1) EST Database. (12 Marks)
OR
Appraise on Next generatlon method in genome sequencing. (10 Marks)
Summarize about Genome sequencing a database subscription. (10 Marks)
> Module 25

Define Gene variation. Prioritize on SNP and any one SNP detection tool. (10 Marks)

Summarize on the usage of Drosophilla as a model organism in functional genomic study.
) (10 Marks)

Ay OR

Infer on DNA chip usage.in functional genomics. (08 Marks)

Write short noteon : ’

i) RAPD i) ‘COG. (12 Marks)
Interpret about Protein chip and add.a note on its types. (12 Marks)
Appraise on Yeast — Two — Hybnd Interaction screenmg (08 Marks)

‘ OR
Emphas1ze the application of proteome analys1s in Drug development and toxicology.
(12 Marks)
Dl'scuss on the detection of protein in SDSV el electrophoresis. (08 Marks)
Module 4 \

Prioritize on PROSITE PATTERN (08 Marks)
Write short note on :
i) Bootstrap Analysis ' 11) PHYLIP. (12 Marks)
Give a brief account on Prlmary Databases with example for Primary Nucleotide Database.

i\ (08 Marks)
i) PDBas structural Database
i1) FASTA format. (12 Marks)
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Module-s

Infer on Molecular Docking process. Appraise on AUTIDOCK tool. (10 Marks)
Prioritize on QSAR in Insilico drug design process. - (10 Marks)

hile designing a priifiers and highlight on
(12 Marks)
(08 Marks)

Infer on parameters need to be consid
PRIME - 3 software tool. ‘
Categorize SOPMA and JPRED as a protein prediction tool.
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